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data cover x1 = 0.6 0.98rms P:  fit A 0.398 kPa,  fit B 0.398 kPa

(a)  where the data are, the two fits are the same curve

fit A:  A12 = 1.983,  A21 = 2.009
fit B:  A12 = 2.067,  A21 = 1.965
data (9 points, P = 0.5 kPa)
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71 % of 300 bootstrap refits
predict a split, 29 % do not.

The data do not settle the question.

(b)  the same two fits, asked about stability

fit A: no split
fit B: splits

split 0.40 / 0.56

n-hexane (1) / methanol (2) at 318.15 K  two Margules parameter sets one standard error apart

Both sets lie one joint standard error from the same Barker fit along its least-determined direction; their residuals in P differ by 0.0004 kPa, against a scatter of 0.5 kPa.


